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ABSTRAK 

Tujuan kajian ini dijalankan adalah untuk menilai sejauhmana keberkesanan 

kegunaan teknik Anal isis Pembatas Endonuk:leas (REA) dalarn proses pengecaman dan 

pengenalpastian serotip Pasteurella haemolytica biotip A dan T. 

Empat replikasi pengasingan Pasteurella haemolytica sero~p A2, A7, A9 dan 

biotip T telah dipencilkan dari peparu bebiri yang dijangkiti pasteurellosis pneumonia 

DNA bagi setiap pengasingan bakteria kemudiannya diekstrak dengan menggunakan 

sistem "Wizard® genomic purification kit". Analisis REA dijalankan sebanyak 4 kali 

dengan menggunakan enzim pembatas Hae ill. Gelung DNA dibandingkan dengan 

menggunakan 6 penanda major yang terpilih (marker LambdaDNA/Hind III). Saiz berat 

molekul kemudiannya dikira dengan memplotkan graf garis lengkung linear. 

Dari keputusan proses REA yang dijalankan menggunakan serotip yang 

homologus menunjukkan pemisahan yang sama dalarn setiap 4 replikasi pengasingan 
I 

pada setiap serotip Pasteurella haemolytica A2, A7, A9 dan T. Walaubagaimanapun 

terdapat gelung DNA yang khusus dan lazim yang dit~mui hadir pada semua kurnpulan 

serotip iaitu pada gelung 16.8 kbp, 13.7 kbp, 10.7 kbp, 8.5 kbp, 6.6 kbp, 6.0 kbp, 4.2 kbp, 

3.8 kbp, 3.6 kbp, 3.1 kbp, dan 2.3 kbp. 
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Dalam perbandingan serotip yang heterologus, antara serotip A2, A 7 dan A9 

didapati gelung profil DNA yang terbentuk adalah bampir sama dalam setiap replikasi 

pengasingan, tetapi masih terdapat sedikit perbezaan. Dalam perbandingan biotip A 

(serotip A2, A7, A9) dengan biotip T terdapat perbezaan yang agak ketara dimana ciri

ciri gegelung DNA yang istimewa pada serotip T tidak terdapat pada serotip A2, A7 dan 

A9. Maka disimpulkan ciri imunogen istimewa bagi serotip A2 ialah dengan kehadiran 

gelung 9.! ~bp dan bagi T pula pada gelung 5.5 kbp, manakala serotip A7 ialah dengan 

ketiadaan gelung 4.0 kbp, 3.4 kbp dan 2.6 kbp. Bagi serotip A9 pula ketiadaan gelung 

2.1 kbp. 

Pada keseluruhannya, teknik REA adalah teknik terbaik yang dicadangkan dalam 

pengenalpastian sekumpulan genotip yang hampir sama kerana penggunaan genomik 

DNA yang digunakan mengandungi maklumat genetik yang sama dalam semua jenis sel 

pada organisma tersebut. 
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ABSTRACT 

The objectives of this study were to evaluate the ability used of the Restriction 

Endonuclease Analysis (REA) technique for identification and characterization of 

different serovars of Pasteurella haemolytica biotype A and T. 

Four replications of Pasteurella haemolytica serotype A2, A7, A9, and biotype T 

were isolated from lung of sheep that were infected by pneumonic pasteurellosis. The 

DNA isolate of bacteria were extracted by "Wizard® genomic purification kit". REA 

analysis was done for four replication using Hae III restriction endonuclease enzyme. 

DNA pattern bands then compared by scoring with 6 major band marker (marker 

LambdaDNA/ Hind III). Sizes of molecular weight were then determined by plotting a 

linear curve graph. 

REA analysis of homologous serotypes revealed similar resolution of all four 

replication of isolates in all serovars of Pasteurella haemolytica A2, A7, A9 and T. 
I 

However there are a few identical and common bands presence in all serotypes, the bands 

were 16. 8 kbp, 13.7 kbp, 10.7 kbp, 8.5 kbp, 6.6 kbp, 6.,0 kbp, 4.2 kbp, 3.8 kbp, 3.6 kbp, 

3.1 kbp, and 2.3 kbp. 
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comparison of heterologous serotypes A2, A7, A9 and T, showed that the DNA 

profile band were slightly similar in all replication of isolate. However there still have a 

differences, in the comparison of biotype A (serotype A2, A7, A9) with T biotype, there 

are slightly different when the immunogen characteristic and special bands were presence 

in biotype T, instead absence in serotype A2, A7, and A9. For conclusion, the 

immonugen characteristic and special bands of serotype A2 are the present of band 9.1 

kbp and ~e~otype T the present band of 5.5 kbp. In serotype A7 the characteristic and 

special DNA band are the absence of band 4.0 kbp, 3.4 kbp and 2.6 kbp. For serotype A9 

the absence band of2.1 kbp. 

In conclusion, REA technique was a best preferable technique to identify groups 

of similar genotype, because the DNA genome used in this study are consists of the 

similar genetic information in all cell types of the organism. 
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