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ABSTRACT 

Littorina sp. is from phylum mollusk that belonging to the class of gastropoda and their 

family is Littorinidae. The common names of the genus Littorina are periwinkle. In this 

study, two DNA extraction methods were applied to gain the purity and quantity of 

Littorina sp., there were Phenol Chloroform method and Wizard Genomic DNA 

Purification Kit (Promega). Besides that, ethanol 95% and TNES-urea buffer were used 

as preservative agents for Littorina sp. The phenol chloroform method was found to be 

most reliable method compared to Wizard Genomic DNA Purification Kit (Promega). 

The genomic DNA from phenol chloroform method showed the clearer band from 

Wizard Genomic DNA Purification Kit (Promega). For preservation, the results showed 

the tissue preserved in TNES-urea buffer were give clearer band compared to ethanol 

95% which is degraded. The purity of genomic DNA was measured with ratio of 

absorbance 260nm and 280nm using UV Spectrophotometer. The purity of genomic 

DNA obtained from different preservatives was as follows: 0.99 to 1.1354 (TNES-urea 

buffer), 1.1619 to 1.4629 (ethanol 95%). The ratio was ranged from 0.99 to 1.2302 for 

Wizard Genomic DNA Purification Kit (Promega) method and 1.0794 to 1.475 for 

Phenol Chloroform method. 
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PEN GA WET DAN KAEDAH PENGEKSTRAKAN DNA YANG BERBEZA 

UNTUK TISU-TISU LITTORINA SP. DALAM KAJIAN AMPLIFIKASI PCR 

ABSTRAK 

Littorina sp. adalah daripada filum moluska yang termasuk dalam kelas gastropoda dan 

famili Littorinidae. Nama panggilan bagi genus ini ialah periwinkle. Dalam kajian ini, 

dua kaedah pengekstrakkan DNA yang berlainan telah digunakan untuk mendapatkan 

ketulenan dan kuantiti bagi Littorina sp., iaitu kaedah Kit Wizard DNA Purification Kit 

(Promega) dan kaedah Fenol Klorofom. Di samping itu, 95 % ethanol dan TNES-urea 

buffer telah digunakan sebagai agen pengawet bagi Littorina sp. Kaedah Fenol Klorofom 

menunjukkan keputusan yang lebih baik berbanding dengan kaedah Kit Wizard Genomic 

DNA Purification (Promega). Genomik DNA daripada kaedah Phenol Klorofom 

menunjukkan kehadiran band yang lebih jelas berbanding dengan kaedah Kit Wizard 

Genomic DNA Purification (Promega). Bagi pengawet yang digunakan pula, keputusan 

menunjukkan bahawa tisu yang telah diawet di dalam TNES-urea buffer menunjukkan 

kehadiran band yang lebih jelas berbanding dengan 95% ethanol. Ketulinan genomik 

DNA dapat di cerap daripada nisbah antara 260nm dan 280nm dengan menggunakan UV 

Spectrophotometer. Ketulinan genomik DNA yang dicerap daripada pengawet yang 

berlainan adalah seperti berikut: 0.99 hingga 1.1354 (TNES-urea buffer), 1.1619 hingga 

1.4629 (95% ethanol). Nisbah yang diperolehi adalah berjulat di antara 0.99 hingga 

1.2302 untuk kaedah Kit Wizard Genomic DNA Purification (Promega) dan 1.0794 

hingga 1.475 bagi Kaedah Fenol Klorofom. 
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